novel compound . ST25 . txt 



SEQUENCE LISTING 

<110> Brennand, John 
Charles, Andrew 
Hart, Kevin 

<120> Novel Compound 

<130> 1991-189 

<140> US 09/722,342 
<141> 2000-11-28 

<150> 60/172,146 
<151> 1999-12-17 

<160> 6 

<170> Patentln version 3.0 

<210> 1 

<211> 1834 

<212> DNA 

<213> Homo sapiens 

<400> 1 



ccccgggctg 


caggaattcc 


agcagatcct 


tcagttggtg 


gtaacaccct 


taccatgagc 


60 


cagatttgag 


atccctaata 


ttctgtgtac 


cctgatgagt 


gaaggggaac 


aaggatatgt 


120 


gtaggaagct 


cggtatgact 


aagggtcaag 


agaaggttga 


ggccagagag 


agcctgagct 


180 


gagatgctgc 


tgaaacagct 


cctaaaatga 


aaacaaagtt 


ggggccacaa 


ttttttctgg 


240 


atagtagtta 


tgttttcctg 


ccaacgctca 


agtcctacac 


aaatgacaat 


caatgtaaat 


300 


gtcaaataag 


atcgttagcc 


tgagtaatca 


taaccaatct 


gtatgacacc 


tttttaacag 


360 


gaggcctcat 


tcttcttttc 


cccaaccaga 


attaagagaa 


aaaaagtgaa 


tatggttttt 


420 


gctcacagaa 


tggataacag 


caagccacat 


ttgattattc 


ctacacttct 


ggtgcccctc 


480 


caaaaccgca 


gctgcactga 


aacagccaca 


cctctgccaa 


gccaatacct 


gatggaatta 


540 


agtgaggagc 


acagttggat 


gagcaaccaa 


acagaccttc 


actatgtgct 


gaaacccggg 


600 


gaagtggcca 


cagccagcat 


cttctttggg 


attctgtggt 


tgttttctat 


cttcggcaat 


660 


tccctggttt 


gtttggtcat 


ccataggagt 


aggaggactc 


agtctaccac 


caactacttt 


TOO 


gtggtctcca 


tggcatgtgc 


tgaccttctc 


atcagcgttg 


ccagcacgcc 


tttcgtcctg 


780 
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ctccagttca 


ccactggaag 


gtggacgctg 


ggtagtgcaa 


cgtgcaaggt 


tgtgcgatat 


840 


tttcaatatc 


tcactccagg 


tgtccagatc 


tacgttctcc 


tctccatctg 


catagaccgg 


900 


ttctacacca 


tcgtctatcc 


tctgagcttc 


aaggtgtcca 


gagaaaaagc 


caagaaaatg 


960 


attgcggcat 


cgtggatctt 


tgatgcaggc 


tttgtgaccc 


ctgtgctctt 


tttctatggc 


1020 


tccaactggg 


acagtcattg 


taactatttc 


ctcccctcct 


cttgggaagg 


cactgcctac 


1080 


actgtcatcc 


acttcttggt 


gggctttgtg 


attccatctg 


tcctcataat 


tttattttac 


1140 


caaaaggtca 


taaaatatat 


ttggagaata 


ggcacagatg 


gccgaacggt 


gaggaggaca 


1200 


atgaacattg 


tccctcggac 


aaaagtgaaa 


actatcaaga 


tgttcctcat 


tttaaatctg 


1260 


ttgtttttgc' 


tctcctggct 


gccttttcat 


gtagctcagc 


tatggcaccc 


ccatgaacaa 


1320 


gactataaga 


aaagttccct 


tgttttcaca 


gctatcacat 


ggatatcctt 


tagttcttca 


1380 


gcctctaaac 


ctactctgta 


ttcaatttat 


aatgccaatt 


ttcggagagg 


gatgaaagag 


1440 


actttttgca 


tgtcctctat 


gaaatgttac 


cgaagcaatg 


cctatactat 


cacaacaagt 


1500 


tcaaggatgg 


ccaaaaaaaa 


ctacgttggc 


atttcagaaa 


tcccttccat 


ggccaaaact 


1560 


attaccaaag 


actcgatcta 


tgactcattt 


gacagagaag 


ccaaggaaaa 


aaagcttgct 


1620 


tggcccatta 


actcaaatcc 


accaaatact 


tttgtctaag 


ttctcattct 


ttcaattgtt 


1680 


atgcaccaga 


gattaaaaag 


ctttaactat 


aaaaacagaa 


gctatttaca 


tatttgtttt 


1740 


cactcaactt 


tccaagggaa 


atgttttatt 


ttgtaaaatg 


cattcatttg 


tttactgtag 


1800 


tttttgtggg 


ttttattttt 


acttgctttt 


tatg 






1834 



<210> 2 

<211> 415 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Val Phe Ala His Arg Met Asp Asn Ser Lys Pro His Leu lie lie 
1 5 10 15 

Pro Thr Leu Leu Val Pro Leu Gin Asn Arg Ser Cys Thr Glu Thr Ala 
20 25 30 
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Thr Pro Leu Pro Ser Gin Tyr Leu Met Glu Leu Ser Glu Glu His Ser 
35 40 



Trp Met Ser Asn Gin Thr Asp 



r Asp Leu His Tyr Val Leu Lys Pro Gly Glu 



50 



60 



Thr Ala Ser He Phe Phe Gly He Leu Trp Leu Phe Ser lie 
70 /b 



Val Ala 

l Gly Asn ser Leu Val Cys Leu Val lie His Arg Ser Arg Arg Thr 
85 



90 



am ser Thr Thr Asn Tyr Phe Val Val Ser Met Ala Cys Ala Asp Leu 

leu lie Ser vli Ala Ser Thr Pro Phe Val Leu Lea 01. Phe Thr Thr 

8 ly Arg Z Thr Lea Gly Ser Ala Thr Cys Lys Val val Arg Tyr Phe 
130 

Bin Tyr Leu Thr Pro Gly val Gin lie Tyr Val Len Leu Ser He Cys 

!ie Asp Arg Phe Tyr Thr He Val Tyr Pro Leu Ser Phe Lys Val Ser 
165 

Arg Glu Lys Ala Lys Lys Met lie Ala Ala Ser Trp He Phe Asp Ala 

180 185 

Gly Phe val Thr Pro Val Leu Phe Phe Tyr Gly Ser Asn Trp Asp Ser 

His Cys Z Tyr Phe Leu Pro Ser Ser Trp Glu Gly Thr Ala Tyr Thr 
210 

val He His Phe Len Val Gly Phe Val lie Pro Ser Val Leu He lie 



225 



230 



Leu Phe Tyr Gin Lys 
2 45 



Val He Lys Tyr He Trp Arg He Gly Thr Asp 



250 



Cly Arg Thr Val Arg Arg Thr Met Asn He Val Pro Arg Thr Lys val 
2 60 

L ys Thr He Lys Met Phe Leu lis Leu Asn Leu Leu Phe Leu Leu Ser 
275 280 
r p leu Pro Phe His val Ala Gin Leu Trp His Pro His Glu Gin Asp 



Trp 



290 



295 
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Tyr Lys Lys Ser Ser Leu 
305 ~ 310 

Ser Ser Ser Ala Ser Lys 
325 

Phe Arg Arg Gly Met Lys 
340 

Tyr Arg Ser Asn Ala Tyr 
355 

Lys Asn Tyr Val Gly lie 
370 

Thr Lys Asp Ser lie Tyr 
385 390 

Lys Leu Ala Trp Pro lie 
405 

<210> 3 

<211> 1375 

<212> DNA 

<213> Mus musculus 



<400> 3 
tggctcatgg 


catcctccaa 


agtcctgtct 


gcgagttgtt 


cctgaccaag 


aaaacccgcg 


60 


gagcctgact 


ctgaaatcca 


gtcccgatga 


agaatggata 


acgaccagcc 


gcctgtggtg 


120 


actgccaccc 


tgctggtgcc 


ccttcagaac 


ggcagctgcg 


cggaagcagc 


tgaggccctg 


180 


ctgccccatg 


gcctgatggg 


attgcatgag 


gagcacagct 


ggatgagcaa 


caggacagag 


240 


cttcagtacg 


agctgaaccc 


tggagaggtg 


gccaccgcca 


gcatcttctt 


tggcgctttg 


300 


tggttgttct 


ccatctttgg 


caattccctg 


gtatgtctgg 


tcatccaccg 


gaccggagga 


360 


ctcagtccac 


caccaactac 


ttcgtggtgt 


ccatggcgtg 


tgctgacctt 


ctcatcagcg 


420 


tggccagcac 


gccgtttgtc 


gtgctgcagt 


tcaccaccgg 


gaggtggacc 


ctgggtagcg 


480 


ccatgtgcaa 


ggtggtccgc 


tacttccagt 


acctcacccc 


cggcgtgcag 


atctacgtgc 


540 


tgctctccat 


ctgcatcgac 


cgcttctata 


ccatcgtcta 


cccgctgagc 


ttcaaggtgt 


600 


cccgagagaa 


ggccaagaaa 


atgattgcag 


cctcctggat 


cttggacgcg 


gccttcgtga 


660 


cgcctgtctt 


ctttttctac 


ggctctaact 


gggatagtca 


ctgtaactac 


ttcctccctc 


720 



Val Phe Thr Ala He 
315 

Pro Thr Leu Tyr Ser 
330 

Glu Thr Phe Cys Met 
345 

Thr He Thr Thr Ser 
360 

Ser Glu He Pro Ser 
375 

Asp Ser Phe Asp Arg 
395 

Asn Ser Asn Pro Pro 
410 



Thr Trp He Ser Phe 
320 

He Tyr Asn Ala Asn 
335 

Ser Ser Met Lys Cys 
350 

Ser Arg Met Ala Lys 
365 

Met Ala Lys Thr He 
380 

Glu Ala Lys Glu Lys 
400 

Asn Thr Phe Val 
415 
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cctcctggga gggaactgcc tataccgtca tccacttctt ggtgggcttc gtgattccct 780 

ccatcctcat aatcctgttt taccagaagg tcataaagta tatctggaga ataggcacgg 840 

acgggcggac gctgagaagg acgatgaaca ttgtccccag gacaaaggtg aaaacggtca 900 

agatgttcct gctcttgaac ctagtgttcc tgttctcctg gctacctttc catgtggctc 960 

agctctggca tccccatgag caagactaca agaagagctc ccttgtcttc acggcagtca 1020 

cgtgggtatc tttcagctct tcagcctcga aacccactct gtactctatt tataatgcca 1080 

attttcggag agggatgaaa gagacattct gcatgtcctc gatgaaatgc taccgcagca 1140 

atgcctacac catcacgacc agctcgcgga tggccaaaag aaactatgtg ggcatttcgg 1200 

aaatccctcc cgtgagcagg accataacca aagactccat ctatgactca tttgaccggg 1260 

aggccaggga gaagaagctc gcctggccca tcaactcaaa ccctccaaac acttttgtct 1320 

gatttctaag aagtctttca ctgttatgtg ccagagatta aaaagctttc actat 1375 

<210> 4 

<211> 409 

<212> PRT 

<213> Mus musculus 

<400> 4 

Met Asp Asn Asp Gin Pro Pro Val Val Thr Ala Thr Leu Leu Val Pro 
15 10 15 

Leu Gin Asn Gly Ser Cys Ala Glu Ala Ala Glu Ala Leu Leu Pro His 
20 * 25 30 

Gly Leu Met Gly Leu His Glu Glu His Ser Trp Met Ser Asn Arg Thr 
' 35 40 45 

Glu Leu Gin Tyr Glu Leu Asn Pro Gly Glu Val Ala Thr Ala Ser lie 
50 ' 55 " 60 

Phe Phe Gly Ala Leu Trp Leu Phe Ser lie Phe Gly Asn Ser Leu Val 
65 70 75 80 

Cys Leu Val lie His Arg Ser Arg Arg Thr Gin Ser Thr Thr Asn Tyr 
85 90 95 

Phe Val Val Ser Met Ala Cys Ala Asp Leu Leu Tie Ser Val Ala Ser 
100 " 105 110 
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Thr Pro Phe Val Val Leu Gin Phe Thr Thr Gly Arg Trp Thr Leu Gly 
115 120 125 

Ser Ala Met Cys Lys Val Val Arg Tyr Phe Gin Tyr Leu Thr Pro Gly 
130 135 ~ 140 

Val Gin He Tyr Val Leu Leu Ser He Cys He Asp Arg Phe Tyr Thr 
145 150 155 160 

He Val Tyr Pro Leu Ser Phe Lys Val Ser Arg Glu Lys Ala Lys Lys 
165 170 175 

Met lie Ala Ala Ser Trp He Leu Asp Ala Ala Phe Val Thr Pro Val 
180 185 190 

Phe Phe Phe Tyr Gly Ser Asn Trp Asp Ser His Cys Asn Tyr Phe Leu 
195 200 205 

Pro Pro Ser Trp Glu Gly Thr Ala Tyr Thr Val He His Phe Leu Val 
210 " 215 220 

Gly Phe Val lie Pro Ser lie Leu lie lie Leu Phe Tyr Gin Lys Val 
225 230 235 240 

He Lys Tyr lie Trp Arg lie Gly Thr Asp Gly Arg Thr Leu Arg Arg 
245 250 255 

Thr Met Asn lie Val Pro Arg Thr Lys Val Lys Thr Val Lys Met Phe 
260 265 270 

Leu Leu Leu Asn Leu Val Phe Leu Phe Ser Trp Leu Pro Phe His Val 
275 280 285 

Ala Gin Leu Trp His Pro His Glu Gin Asp Tyr Lys Lys Ser Ser Leu 
290 * 295 300 

Val Phe Thr Ala Val Thr Trp Val Ser Phe Ser Ser Ser Ala Ser Lys 
305 310 315 320 

Pro Thr Leu Tyr Ser lie Tyr Asn Ala Asn Phe Arg Arg Gly Met Lys 
325 " 330 335 

Glu Thr Phe Cys Met Ser Ser Met Lys Cys Tyr Arg Ser Asn Ala Tyr 
340 345 350 

Thr He Thr Thr Ser Ser Arg Met Ala Lys Arg Asn Tyr Val Gly He 
355 " 360 365 



Ser Glu He Pro Pro Val Ser Arg Thr He Thr Lys Asp Ser lie Tyr 
370 375 380 
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Asp Ser Phe Asp Arg Glu Ala Arg Glu Lys Lys Leu Ala Trp Pro lie 
385 390 395 400 

Asn Ser Asn Pro Pro Asn Thr Phe Val 
405 

<210> 5 
<211> 1058 
<212> DNA 

<213> Rattus norvegicus 
<400> 5 

tggaattaag tgaggagcac agctggatg? gcaacaggac agaccttcag tacgagctga 60 

accccggaga ggtggccaca gccagcattt tctttggcgc tttgtggttg ttctctatct 120 

ttggcaattc ccttgtgtgt ctggtcatcc ataggagccg gaggactcag tccaccacca 180 

actaccttgt ggtctccatg gcgtgtgctg accttctcat cagtgtggcc agcacaccgt 240 

ttgtcgtgct gcagttcact accgggaggt ggaccctcgg gagcgccatg tgcaaggtgg 300 

tccgctactt ccagtatctc accccaggcg tccagatcta cgtgctgctc tccatctgca 360 

tagaccgctt ctacaccatc gtctaccctc tgagcttcaa ggtgtccaga gaaaaggcca 420 

agagaatgat cgcagcctcc tggatcttgg acgcagcctt cgtgacgcct gtcttctttt 480 

tctacggctc taactgggat agccactgta actacttcct cccaccctcc tgggagggaa 540 

ctgcctatac tgttatccac ttcttggtgg gctttgtgat tccctctgtc ctcataatcc 600 

tgttttacca gaaagtcata aagtatatct ggagaatagg cacggacggg cggaccctga 660 

ggaggacaat gaacattgtc cccaggacca aggtgaagac ggtcaagatg tttctgctct 720 

tcaaccttgt gttcctgttc tcctggctgc ctttccatgt ggctcagctc tggcatcccc 780 

atgagcaaga gtacaggaag agctcccttg ttttcacagc agtcacgtgg gtgtctttca 840 

gctcttcggc ctctaaaccc actctgtact ctatttataa cgccaatttt cggagaggga 900 

tgaaagagac tttctgcatg tcctcaatga aatgttaccg cagcaatgcc tacaccatca 960 

cgaccagttc aaggatggcc aaaagaaact atgtgggcat ttcggaaatc cctcccgtga 1020 

gcaggacgat aaccaaagac tcgatctatg actcatta 1058 

<210> 6 
<211> 352 
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<212> PRT 

<213> Rattus norvegicus 
<400> 6 

i^-h q^r Asn Arg Thr Asp Leu Gin 
/-i,, uic qer Trp Met ber rkJ -y - r 

Glu Leu Ser Glu Glu His ber f ^ 15 

5 



^ Gl0 Xeu Asn Pro 8 1, GX. Va! Ala m Ma Ser He «» «» 01, 
* 20 " 

, ou n« Ser Leu Val Cys Leu Val 

Ala Leu Trp Leu Phe Ser He Phe Gly Asn ^ 
35 

* Thr Cln Ser Thr Thr Asn Tyr Leu Val Val 
He His Arg Ser Arg Arg Thr Gin Ser gQ 

50 

SerMeXAla c y s - X.P - xen «. Serbia Ser X h r Pre «- 

1 Val Xeu Sin Pb. *Hr Th r Gly « 9 Trp T h r Xen <U» ~ - MeX 
85 

nn K v Pm Glv Val Gin He 

100 

Tyr VeX Xen L.U Ser He c y s XI. -P «- X. 125 ^ ^ ^ 

Pr o Xen Ph. x y s Val Se, Ar g 01. Xys Ma x y s „ -t XL - 

Rla TIP XL xe„ Asp -a Ma P*e VaX £ Pro VaX - - - 

145 ^ Scn Tvr Phe Leu Pro Pro Ser 

Tyr al» Ser Asn Trp ASP Ser Mrs c y s Asn x y r 
165 

« i ruHi. Phe Leu Val Gly Phe Val 
Trp Glu Gly Thr Ala Tyr Thr Val lie Hxs igQ 
180 

Ile Pro ser vaX Xen XXe XXe £ Pne ^ - - £ ~ ^ * 

Ile Trp Z XXe Gly «« ? P Gly Ar 9 «r len Ar ? Ar, THr Me, Asn 
210 

ue val Pro Ar, x.r Xys Val Xys Tnr VaX Xys Hex P*e lea xen PJ. 
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24 s 

Trp His Pre His 01. d„ »1. Tyr Arg Lys Ser Ser Leu Val Phe Thr 

260 " 3 
Ala val Thr Trp Val Ser Phe Ser Ser Ser Ala Ser Lys Pro Thr Leu 
275 280 



Tyr Ser He T»r Asn Ala Asn Phe Ar g Ar g Gly Met Lys Slu Thr Phe 

290 29b 
C ys Met set Set Met Lys Cys Tyr Ar g Ser Asn Ala Tyr Thr He Thr 

Tr ser Ser Ar g Met Ala Lys Ar g Asn Tyr val 0 1» He Ser 81« He 

325 JOU 
Pro Pro val ser Ar g Thr He Thr Lys Asp Ser He Tyr Asp Ser Leo 
340 * qo 
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